Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.030; wR factor = 0.070; data-to-parameter ratio = 14.7.
In the title compound, [Cd(C 12 
Related literature
For the properties of hydrogen bonds in biological systems, see : Deisenhofer & Michel (1989) . For extended supramolecular structures, see: Beatty (2003) ; Li et al. (2006) ; Russell & Ward (1996) . For comparitive bond distances, see: Wen et al. (2005) ; Fu et al. (2007) .
Experimental
Crystal data [Cd(C 12 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
Comment
The hydrogen bond interaction plays a important role in some biological systems (Deisenhofer & Michel, 1989) . Supramolecular assembly through hydrogen bonds has been extensively exploited to generate extended one-, two-and three-dimensional structures (Beatty et al., 2003; Li et al., 2006; Russell & Ward, 1996) . As part of this ongoing work, We present here the synthesis and structural characterization of the title cadmium complex, [Cd(C 12 
The molecule of the title complex, (Fig. 1) , is centrosymmetric, so pairs of equivalent ligands lie trans to each other in a slightly distorted octahedral coordination geometry, cis angles deviating from 90° by less than 4°. with Cd-O bond length in the range 2.304 (2)-2.322 (2) Å and a Cd-N bond length of 2.278 (2) Å. These bond distances compare well with those in the literature (Wen et al., 2005; Fu et al., 2007) . Molecules are linked by O-H···O and O-H···N hydrogen bonds (Table 1 and 
Refinement
Hydrogen atoms of water molecules were located in a difference Fourier map and refined with distance restraints of O-H = 0.85 (2) Å and H···H = 1.39 (2) Å, and free isotropic U's. H atoms on C atoms were positoned geometrically and refined using a riding model, with C-H = 0.97 Å and U iso (H) = 1.2U eq (C). Figures   Fig. 1 . A view of the molecular structure of (I) with the atom-numbering scheme and 30% displacement ellipsoids. Atoms with the suffix A are generated by the symmetry operation (-x, -y + 1, -z + 1). N3-C7-C8-C12 171.4 (2) N4-C6-N2-N3 0.9 (3) N4-C7-C8-C12 −6.7 (4) C3-C6-N2-N3 −176.3 (2) N3-C7-C8-C9 −5.4 (4) N4-C7-N3-N2 0.3 (3) N4-C7-C8-C9 176.4 (2) C8-C7-N3-N2 −178.0 (2) C12-C8-C9-C10 0.0 (4) C6-N2-N3-C7 −0.6 (3) C7-C8-C9-C10 177.0 (3) N2-C6-N4-C7 −0.7 (3) C8-C9-C10-N5 0.4 (5) C3-C6-N4-C7 176.3 (2) N5-C11-C12-C8 0.6 (4) N3-C7-N4-C6 0.2 (3) C9-C8-C12-C11 −0.4 (4) C8-C7-N4-C6 178.5 (2) C7-C8-C12-C11 −177.5 (2) C9-C10-N5-C11 −0.3 (5) C4-C5-N1-C1 −1.4 (4) C12-C11-N5-C10 −0.2 (4) C4-C5-N1-Cd1 −178.7 (2) Symmetry codes: (i) −x, −y+1, −z+1. 
Hydrogen-bond geometry (Å, °)

